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	Position Title
	Professor
	

	Working Department
	College of Horticulture and Forestry Science
	

	Email
	yyzhang@mail.hzau.edu.cn 
	

	Address
	Key Laboratory of Horticultural Plant Biology, Ministry of Education, Huazhong Agricultural University, Wuhan 430070, China
	

	Tel
	086-27-87283180
	Fax 
	086-27-87282010

	Research Interest 

	· The vegetable quality (nutrition, flavor, safety) formation and its regulation
· Molecular biology and biotechnology applied in vegetable crops
· Vegetable germplasm enhancement and molecular breeding

	Professional Memberships

	· Member of Chinese Society for Horticultural Science, and executive member of tomato council, member of molecular breeding council

	Other Roles

	· Reviewers for academic journals e.g. Frontier in Plant Science, Scientia Horticultura, Horticultural Plant Journal, Plant Cell Reports, Molecular Biology Reporter, Plant Cell, Tissue and Organ Culture and several journals in Chinese


	Education & Working Experience

	· 1997-2001, Huazhong Agricultural University, B. Sc
· 2001-2006 , Huazhong Agricultural University, PhD candidate
· 2007-2008, Wageningen University, visiting scholar
· 2006-2008, Huazhong Agricultural University, lecture
· 2011-2012, Israel Agricultural Research Organization, Volcani Center, post doctorate
· [bookmark: OLE_LINK1]2008-2013 , Huazhong Agricultural University, associate professor
· 2013- , Huazhong Agricultural University, professor
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	· With the social and economic growth, consumers demand more nutritional and favorable food from horticultural plant, that are beneficial for human health. Our recent research interest lies in fruit quality and metabolite regulation, e.g. the ascorbic acid biosynthesis and regulation in tomato. Using gene knockout and overexpression, we have identified several key enzymatic encoding genes in ascorbic acid synthesis in tomato, including APX (Zhang et al., 2011), AO (Zhang et al., 2011), GMP (Zhang et al., 2013), GME (Zhang et al., 2011), and GalUR (Cai et al., 2014). And several other enzymatic genes are under investigation. 
· [bookmark: OLE_LINK2]Up to now the ascorbic acid synthesis enzymatic pathway in plants is well characterized, the regulation of ascorbic acid accumulation remains largely unknown. We now aim to find the regulators or transcription factors that modulate ascorbic acid accumulation in plants. One transpiration factor (HD-ZipI) has been well identified (Hu et al., 2016). By gene expression association between transcription factors and enzymatic genes, we have cloned several transcription factors, most of them are novel with some of them have been demonstrated (e.g. MYB12) (Ye et al., 2015). By GWAS analysis we have cloned several candidate genes that function in quality formation, e.g. the ALMT9 is a pivotal gene for malate accumulation in tomato fruit (Ye et al., 2017). These genes are used to design markers for MAS and molecular breeding.



image1.jpeg




