CURRICULUM VITAE

Jianhua Cao

Position Title Associate Professor

Working Department College of Animal Science & Technology

Email jhcao@mail.hzau.edu.cn

Address Shizishan St. #1, Hongshan district, Wuhan, Hubei, China

Tel +86-27-87282091 Fax +86-27-87280408

I devoted over 10 years in study of pig breeding and production since the very beginning of my
career. From marker-assisted selection (MAS) to whole genome selection, I am a witness
participating in this revolutionary change by using new technologies at this area in China. My
research area includes inventing new methods for pig breeding and production, discovering SNPs
associated with economic traits via GWAS in swine and also developing user interface for pig
farms. My interest now is using 3D genome technologies to make better pig breeding and
production in my research area and I 100% believe and agree “better lives through livestock”
(ILRI slogan).

Researcher in the Key Lab of Agricultural Animal Genetics, Breeding and Reproduction of
Ministry of Education & Key Laboratory of Swine Genetics and Breeding of Ministry of
Agriculture, Huazhong Agricultural University (HZAU).

Teacher of biostatistics for undergraduate students and epigenetics for graduate students in the
College of Animal Science & Technology.

< 2014.4 - 2015.6, As a visiting scholar at Jackson Laboratory in the United States, research

3D genome technology (ChIA-PET) in pig breeding and production area, hope to find sites
related with pig economic traits.

< 2010.9 — Now Employed as associated professor by HZAU, research pig breeding and
production focusing on introducing new technologies into in this area to improve efficiency

of pig production.

< 2008.12 - 2010.9 Employed as formal staff (lecturer) working in HZAU, teaching




biostatistics course for undergraduates.

< 2007.10 - 2008.2 As a visiting scientist involved in the international cooperative project of
small ruminant diversity, responsible for the southern Chinese goats genotyping, working
in International Livestock Research Institute (ILRI), Nairobi, Kenya.

< 2003.9 - 2008.6 Doctoral trained in the lab of Sino-France Joint Centre of Drug Research
and Screening, College of Life Science and Technology, Huazhong University of Science
& Technology (HUST). In this period, I finished my thesis named “Evolutionary analysis
for the VFTM of class C GPCRs and research on the probe targeting GB1-VFTM”, and got
Ph.D. degree (molecular biology and biochemistry) by HUST in July, 2008.

< 2000.9 - 2003.6 Studied on “Foundation and primary applications of molecular biology
databases of swine” in the lab of animal genetics and breeding, college of animal science
and technology, Huazhong Agricultural University (HZAU), and awarded M.S. degree
(animal breeding and reproduction) by HZAU in July, 2003.

< 1996.9 - 2000.6 as an undergraduate trained in the college of animal science and

technology, HZAU, and awarded B.S. degree (husbandry) by HZAU in July, 2000.
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